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KDD Cup 2001 http://www.cs.wisc.edu/~dpage/kddcup2001/

Task 1
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Axioplan2 Carl Zeiss
CoolSNAPHQ Roper Scientific
MetaMorph Universal Imaging

VV VY

http://yeast.gi.k.u-tokyo.ac.jp/



FITC-ConA DAPI Rh-ph

http://yeast.gi.k.u-tokyo.ac.jp/
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Bud neck position

Neck position angle

Long ads

Short
axis

Bud growth direction

Roundness = Long axis length / Short axis length
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