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« Shortest (Common) Superstring Problem
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« Longest Common Subsequence
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XFEIHDOENTRENDEDIL?

ATATATA ATATATA ATATATA
TATTAAT TATTAAT TATTAAT
ATAATAT AT AATAT ATAATAT
ATTATAA ATTATAA ATTATAA

—AT-A-TATA

TATTAAT---

—AT-AATAT-

~ATTA-TAA-
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Human
Chimp
Mouse
Rat

Dog
Chicken
Fugu
Zebrafish

Human
Zebrafish
Fugu

Zebrafish

homeobox A1 protein Refseq: NM_ 005522 Protein: P49639 (aka HXA1_HUMAN)

GACAATGCAAGAATGAACQTCOTTACTGGAATACCC---0ATA
GACAATGCAAGAATGAACTCOTTACTGGAATACCC---CATA
GACAATGCAAGAATGAACTCOTTTICTGGAATACCC---CATC
GACAATGCAAGAATGAACTCOTTTICTGGAATACCC---CATC
GACAATGCAAGAATGAGOTCOTTACTGGAATACCC---CATC
GACAATACTAGGATGAACTCOTTATTAGAGTATGC---AATT
~ACAATGCCACAATGAGCAGOTTATTAGATTACTC---T|GTG
GAAGATGACACAATGAGCACATTOTTAGAT[TTTITCGTCCATA
75/@% Met |Asn |Ser |Phe [Leu [Glu [Tyr [Pro Ile
FIZEH: ATGAAQTCOTTCOCTGGAATACCCC  |ATA
AGOTTTITTAGAGTAT, ATC

ATT

Ser |Thr Asp [Phe Val

JEFRIFE AGCACA GAT[TTT GTG
GACAATGCAAGAATGAACTCCTTCCTGGAATACCC---CATA
LXK XXX EXEXDEXT FEXEXT I Dxxx] 111
GAAGATGACACAATGAGCACATTCTTAGATTTTTCGTCCATA

—~ACAATGCCACAATGAGCAGCTTCTTAGATTACTC---TGTG

DXTHIXTEEEEEEEEE DR R ExxT ]

XX | x

GAAGATGACACAATGAGCACATTCTTAGATTTTTCGTCCATA
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F. Ozsolak, J. S. Song, X. S. Liu, D. E. Fisher, Nat Biotechnol 25, 244 (Feb, 2007).
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1102.90 = 301.34 pixels 1332.03 * 457 pixels

13.28 = 1.70 pixels (n=246) 17.417 £ 3.00 pixels (n=261)
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4DR9BE  FITC-ConA

% DAPI

POF  Rh-ph

4

Superimposition

'
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v

Cell-image Processing




From FITC-ConA image From Rh-ph image

AT: size of actin region A1: Number,
AB: total brightness of actin region location,
A9: proportion of actin region at neck size,
brightness
of each actin patch
Ad-2 /ﬁ.S 5
A2-2 .o
" A3-2
C10
From DAPI image
D11-2 D12-2 D13-2
D3-3
D5-1 L2 /.
D41 @ z ® D3-1 cas )

D11 D114 D121
-4 D14: nuclear size

[,;:4 D15: sum of nuclear brightness
D&2 D16: maximal brightness of nuclei

D17: nuclear fithess for ellipse

Ohya et al., High-dimensional and large-scale phenotyping of yeast mutants Proc Natl Acad Sci U S A. 2005




round bud elongated bud
35 mutants

total 4718 mutants 173 mutants

ok % X

polarisome mutants
with a round bud

ranking

 bni1  budé spa.? peaz2 sph1 | wild-type
polarisome mutants
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